. Alterations in cTfh function and/or distribution have been associated with autoimmunity, infectious diseases, and more recently, with several monogenic immunodeficiencies. Common variable immunodeficiency (CVID) disease is the commonest symptomatic primary immunodeficiency with a genetic cause identified in only 2-10% of patients. Although a heterogeneous disease, most patients show a characteristic defective B cell differentiation into memory B cells or antibody-secreting cells. We investigated if alterations in CVID cTfh cells frequency or distribution into cTfh1, cTfh2, and cTfh17 subpopulations and regulatory follicular T (Tfr) cells could be related to defects in CVID B cells. We found increased percentages of cTfh exhibiting higher programmed death-1 expression and altered subpopulations distribution in smB − CVID patients. In contrast to smB + patients and controls, cTfh from smB − CVID patients show increased cTfh1 and decreased cTfh17 subpopulation percentages and increased CXCR3 + CCR6 + cTfh, a population analogous to the recently described pathogenic Th17.1. Moreover, Tfr cells are remarkably decreased only in smB − CVID patients. In conclusion, increased cTfh17.1 and cTfh1/cTfh17 ratio in CVID patients could influence B cell fate in smB − CVID patients, with a more compromised B cell compartment, and the decrease in Tfr cells may lead to high risk of autoimmune conditions in CVID patients.
. Alterations in cTfh function and/or distribution have been associated with autoimmunity, infectious diseases, and more recently, with several monogenic immunodeficiencies. Common variable immunodeficiency (CVID) disease is the commonest symptomatic primary immunodeficiency with a genetic cause identified in only 2-10% of patients. Although a heterogeneous disease, most patients show a characteristic defective B cell differentiation into memory B cells or antibody-secreting cells. We investigated if alterations in CVID cTfh cells frequency or distribution into cTfh1, cTfh2, and cTfh17 subpopulations and regulatory follicular T (Tfr) cells could be related to defects in CVID B cells. We found increased percentages of cTfh exhibiting higher programmed death-1 expression and altered subpopulations distribution in smB − CVID patients. In contrast to smB + patients and controls, cTfh from smB − CVID patients show increased cTfh1 and decreased cTfh17 subpopulation percentages and increased CXCR3 + CCR6 + cTfh, a population analogous to the recently described pathogenic Th17.1. Moreover, Tfr cells are remarkably decreased only in smB − CVID patients. In conclusion, increased cTfh17.1 and cTfh1/cTfh17 ratio in CVID patients could influence B cell fate in smB − CVID patients, with a more compromised B cell compartment, and the decrease in Tfr cells may lead to high risk of autoimmune conditions in CVID patients. Common variable immunodeficiency (CVID), the most common symptomatic primary antibody disorder in adults, is an enigmatic primary immunodeficiency (PID) characterized by hypogammaglobulinemia, absent or impaired specific antibody production, and immune dysregulation. Patients suffer from respiratory and/or gut recurrent infections, although chronic gastroenteropathies, autoimmunity, and even malignancy, are also often present.
Patients benefit from substitutive gammaglobulin therapy (1) (2) (3) . Genetic mutations and polymorphisms account only for 2% of CVID patients while for most of them, the underlying molecular defect remains unknown (4) . Both T and B cells dysfunctions have been described in CVID patients. In spite of its heterogeneity, the most common defect to all patients is a failure of final B cell differentiation into memory B cells or antibody-secreting cells. Accordingly, patients have been classified depending on their number of naïve, non-switched and switched-memory B cells (5) (6) (7) in order to more accurately address the relationship between experimental findings and CVID phenotypes. For instance, a low percentage of memory B cells in CVID patients has been associated with a worse clinical presentation and poor response to vaccines (7, 8) .
Protective immunity after infection or vaccination relies on the production of effective antibodies by B lymphocytes.
Follicular helper T (Tfh) cells have been identified in the recent years as a CD4
+ T cell subpopulation specialized in directing the maturation and differentiation of B cells in the germinal centers. Tfh cells were first described as a CXCR5 expressing population localizing in tonsillar follicles and supporting B cell maturation and immunoglobulin production (9, 10) . CD4
+ CXCR5 + follicular T cells also express ICOS, programmed death (PD)-1, and secrete high levels of interleukin (IL)-21. The most important transcription factor for the generation of Tfh cells is Bcl-6 (11-13). The difficulty to access to secondary lymphoid organs has hampered the study of Tfh cells in humans. The discovery of a circulating counterpart of this population has allowed investigating their relevance in health and disease. Although controversy still exists, this circulating Tfh (cTfh) population is characterized by a CD4 + CXCR5 + phenotype, variable expression of CD40L, ICOS, PD-1, Bcl-6, CCR7, and IL-21 secretion. Heterogeneity exists among cTfh population. According to the expression of CXCR3 and CCR6, they can be classified into cTfh1 (CXCR3 + CCR6 − ), cTfh2 (CXCR3 − CCR6 − ), and cTfh17 (CXCR3 − CCR6 + ) that produce a different set of cytokines and whose differentiation relies on distinct transcription factors (14) . Tfh2 and Tfh17, but not Tfh1, cells are able to help naïve B cells (14, 15) . Follicular helper T cells play a role in the pathogenesis of several diseases. Circulating Tfh cells are increased in a group of autoimmune diseases characterized by autoantibody productionlike systemic lupus erythematosus (16, 17) , Type I diabetes mellitus (18) , Sjögren syndrome (19) , juvenile dermatomyositis (14) , Guillain-Barré syndrome (20) , or multiple sclerosis (21) among others.
The study of monogenic PIDs has evidenced a Tfh cells decrease in patients with hyper-IgM syndrome caused by mutations in CD40L, ICOS-deficient patients (22) , and XLA patients (23) , all of them characterized by defects in B cell maturation and immunoglobulins production. Patients with hyper-IgE syndrome caused by STAT3 mutations show impaired antibody responses and are also deficient in circulating CXCR5
+ CD4 + cells (24) . Moreover, not only the quantity, but also the quality of Tfh cells is altered in monogenic PIDs (25) .
Another important evidence of the role of Tfh cells in antibody production comes from the study of HIV patients. Although there is an expansion of Tfh cells in HIV infected individuals, impaired generation of neutralizing antibodies is related to deficient Tfh help to B cells (15) 
CXCR5
+ is related to broadly neutralizing antibodies to HIV (26) . However, due to the differences in the selection of the patients sample and in the markers used to identify cTfh cells, controversy still exists.
The aim of this study was to evaluate cTfh cells and their subpopulations in CVID patients and relate the results to the distribution of memory B cell subpopulations.
MaTerials anD MeThODs

Patients
CVID patients (n = 34) were selected according to diagnostic criteria of the European Society for Immunodeficiencies scientific group (27) . Patients were classified into two groups according to the European consensus classification for CVID (EUROclass) (7) isolation of Peripheral Blood Mononuclear cells (PBMcs), T cell sorting, and cell culture Peripheral blood mononuclear cells were isolated from heparinized blood by Ficoll density gradient centrifugation. PBMCs were resuspended in culture medium: RPMI-1640 supplemented with 10% heat-inactivated fetal calf serum, glutamine (2 mM), and antibiotics (penicillin and streptomycin).
Peripheral blood mononuclear cells were cultured (1 × 10 6 cells/mL) in 96-well flat bottom plates and stimulated with phorbol myristate acetate (PMA; 20 ng/mL) and ionomycin (1µg/mL) (both from Sigma-Aldrich) in the presence of Brefeldin A (1µg/mL) (Sigma-Aldrich). Cultures were maintained 18 h at 37°C in a 5% CO2 atmosphere.
high CD127 low non follicular regulatory T cells (Treg), and CD4 + CXCR5 + CD25 high CD127 low follicular regulatory T cells (Tfr) were sorted from PBMCs using a FACSAria Fusion sorter cytometer (Becton Dickinson) and resuspended in culture medium supplemented with 0.01 mM β2-mercaptoethanol (Fluka BioChemika). Sorted Teff cells were labeled during 5 min at RT (25°C) with 1 µg/ mL CFSE (Invitrogen) following manufacturer's instructions. 5 × 10 4 CFSE-labeled Teff cells per well were cultured 4 days in 96-well round bottom plates coated overnight at 4°C with anti-CD3 1 µg/mL (UCHT1 clone; eBioscience) in phosphatebuffered saline (PBS). To evaluate the inhibition of Teff proliferation, unlabeled Treg and Tfr were added to the culture to a final volume of 150 μl/well. A CFSE dilution protocol was used to evaluate Teff cell proliferation.
Flow cytometry
Cell surface marker expression and intracellular cytokines were analyzed by flow cytometry using an Epics FC500 and Navios flow cytometers (Beckman Coulter). Data evaluation was done with the Kaluza software (Beckman Coulter).
A Foxp3 expression on PBMC and sorted T cells was evaluated by intracellular staining with a PE-conjugated mAb to Foxp3 (Becton Dickinson) following the fixation/permeabilization set manufacturer's instructions (eBioscience). Unspecific intracellular staining was tested with a PE-labeled mouse IgG1 mAb (R&D Systems) as isotype control. Anti-CD127-FITC, anti-CD25-PCy5, and anti-CD4-PCy7 (all from Coulter Immunotech) were used as surface markers to identify the selected population, as described previously.
statistical analysis
Statistical analysis was performed using GraphPad Prism version 4.0 software. Data are expressed as mean values. The Mann-Whitney U-test was used to compare differences between CVID patients and controls. The Kruskal-Wallis test was used to compare differences between subgroups of CVID patients and controls. A p-Value less than 0.05 was considered statistically significant.
resUlTs circulating Tfh cells are increased in cViD Patients
cTfh cells are identified in peripheral blood as CD4 T cells that co-express CXCR5 (28) ( Figure 1A ). We found a higher percentage of CD4 + CXCR5 + T cells in CVID patients when compared to controls (15.71 vs. 10.79%; p < 0.001) ( Figure 1B) . When smB − and smB + patients were evaluated separately, differences were found between smB − patients and controls (17.23 vs. 10.79%; p < 0.001), but neither between both groups of patients nor between smB + patients and controls ( Figure 1C) . Three patients were studied at different time points and the percentages of CD4 + CXCR5 + T cells were similar (patient 32 initial value: 9.1%; after 24 months: 9.9%; patient 8 initial value: 33%; after 27 months: 29%; patient 25 initial value: 16.7%; after 5 months: 16.8%).
Several studies have shown that cTfh cells are contained within the memory CD45RA − CD4 + T cells (28) (Figure 1A ). For this reason, we also evaluated the percentage of circulating CD4 + CD45RA − CXCR5 + cells in CVID patients and controls. We confirmed a higher percentage of CD4 + CD45RA − CXCR5 + in CVID patients when compared to controls (14.24 vs. 9.24%; p < 0.001) ( Figure 1D ). These differences were higher when we compared smB − patients and controls (15.75 vs. 9.24%; p < 0.001). Again, differences were restricted to the smB − group (Figure 1E) .
No differences were found between controls and smB − or smB + CVID patients in the distribution of naïve (CCR7
− ), and effector (CCR7 − CD45RA − ) memory subpopulations on circulating CD4
+ CXCR5 + cells (Table S1 in Supplementary Material).
PD-1 expression is increased in cTfh and non-Follicular cD4 T cells from smB (Figure 2A) .
We found a higher percentage of PD-1-expressing cTfh cells in CVID patients compared to controls (14.71 vs. 7.69%; p < 0.001) ( Figure 2B ). These differences were also found when the expression of PD-1 was compared between smB − CVID patients and controls (17.46 vs. 7.69%; p < 0.001) or smB + CVID patients (17.46 vs. 8.97%; p < 0.05). We did not find differences between smB + CVID patients and controls ( Figure 2C ). The expression of PD-1 on circulating CD4 +
CD45RA
− CXCR5 + T from three CVID patients was similar when evaluated at different time points (patient 8 initial value: 9.9%; after 24 months: 7.3%; patient 32 initial value: 23.9%; after 27 months: 24.8%; patient 25 initial value: 8.7%; after 5 months: 10.0%).
The percentage of PD-1-expressing circulating non-follicular CD4
− T cells was also higher in CVID patients compared to controls (8.34 vs. 4.58%; p < 0.05) (Figure 2D ). Differences were also found between smB − CVID patients and controls (10.18 vs. 4.58%; p < 0.01), but not between both groups of CVID patients or between smB + CVID patients and controls ( Figure 2E) .
The intensity of expression of PD-1 was also evaluated ( Figure 2F ). We found a higher intensity of PD-1 expression (gMFI) on cTfh cells from CVID patients compared to controls (0.95 vs. 0.67 gMFI; p < 0.001) (Figure 2G ). These differences were also found when the levels of PD-1 were compared between smB − CVID patients and controls (1.06 vs. 0.67 gMFI; p < 0.001) or smB + CVID patients (1.06 vs. 0.69 p < 0.01). We did not find differences between smB + CVID patients and controls ( Figure 2H ). The expression of PD-1 was also higher on circulating nonfollicular CD4
+ CD45RA − CXCR5 − T cells from CVID patients compared to controls (0.70 vs. 0.56 gMFI; p < 0.05) (Figure 2I ). Differences were also found between smB − CVID patients and controls (0.78 vs. 0.56 gMFI; p < 0.01), but not between both groups of CVID patients or between smB + CVID patients and controls ( Figure 2J) . 
CCR6
+ ) ( Figure 3A) . We evaluated if there were differences in the distribution of effector subpopulations in cTfh and non-follicular CD4 + cells from CVID patients and controls. We found a higher percentage of cTfh1 cells in smB − CVID patients when compared to controls (31.69 vs. 23.40%; p < 0.05) ( Figure 3B ) and to smB + CVID patients (31.69 vs. 21.00%; p < 0.01) (Figure 3B) , whereas the percentage of cTfh17 cells was significantly decreased in cTfh cells from smB − CVID patients when compared to controls (15.78 vs. 23.24%; p < 0.01) (Figure 3C ). No differences were found when cTfh2 subpopulations were compared ( Figure 3D) . The cTfh1/cTfh17 ratio was significantly higher in smB − CVID patients when compared to controls (2.84 vs. 1.05; p < 0.01) or smB + CVID patients (2.84 vs. 1.10; p < 0.05) ( Figure 3E) . Interestingly, those patients with the highest percentage of cTfh1 cells (patients 6, 19, 20, 22, and 23), all of them smB − CVID patients, had the lowest immunoglobulin levels at diagnosis (IgG < 40 mg/dl) ( Table 1) . However, these findings did not correlate with a higher incidence of autoimmunity and/ or enteropathy ( Table 1) .
When effector Th1, Th17, and Th2 non-follicular CD4 + CD45RA − CXCR5 − T cells subpopulations were evaluated, no differences were found between CVID patients and controls (Figures 3F-I) .
A CXCR3 + CCR6 + Th subpopulation that rivals with Th1 in INFγ production has been recently described as Th17.1 and identified in sarcoidosis and Crohn's disease (29) (30) (31) (32) . We found an increase in the percentage of an analogous CXCR3 + CCR6
+ expressing Tfh population in the smB − group compared to controls (9.25 vs. 4.36%; p < 0.05) and to smB + CVID patients (9.25 vs. 3.81%; p < 0.05), but not between smB + CVID patients and controls (Figures 3A,J) . No differences were found in Th17.1 non-follicular CD4 + CD45RA − CXCR5 − T cells percentages between CVID patients and controls ( Figure 3K) . These parameters were evaluated again after 5 months in some patients and the percentages of the different subsets of effector circulating CD4 +
CD45RA
− CXCR5 + T cells (cTfh1, cTfh2, and cTfh17) remained similar (data not shown).
inFγ and il-17 expression in cTfh cells from cViD Patients and controls
We studied if the alterations observed in the distribution of different effector cTfh cell subpopulations translated into the production of signature cytokines of each population. We evaluated the percentage of IFNγ or IL-17-producing cTfh and non-follicular CD4 T after stimulation of PBMC with PMA and ionomycin.
We found a higher percentage of IFNγ − producing cTfh in CVID patients than in controls (37.00 vs. 13.95%; p < 0.01). IFNγ − producing non-follicular CD4 + CXCR5 − T cells were also increased in CVID patients in comparison to controls, although in this case differences did not reach statistical significance (26.25 vs. 12.92%; p = 0.053) (Figures 4A,C,D) . No differences were found in IL-17 production between CVID patients and controls, neither in cTfh nor in non-follicular CD4 + CXCR5 − (Figures 4B,E,F) . Therefore, CD4 + CXCR5 + and CD4 + CXCR5 − producing INFγ subpopulations were increased in CVID patients in agreement with the previously observed phenotypic results. Several studies have shown that Treg are reduced in CVID (34) . This regulatory T cell subpopulation was significantly decreased in our group of CVID patients compared to controls (3.00 vs. 5.50%; p < 0.001) ( Figure 5C ). The frequency of Treg cells was also reduced in smB − patients compared to controls (2.40 vs. 5.50%; p < 0.001), but not to smB + patients. No differences were found between smB + patients and controls ( Figure 5D) .
Moreover, we studied the Tfr cells, and we found a strikingly lower percentage of this subpopulation in CVID compared to controls (1.90 vs. 3.20%; p < 0.01) (Figure 5E ). The percentage Tfr cells was also significantly decreased in smB − patients compared to controls (1.60 vs. 3.20%; p < 0.001), but not to smB + patients. No differences were found between smB + patients and controls ( Figure 5F ).
To confirm that Tfr cells were indeed regulatory T cells, we sorted Tfr and non-follicular Treg (Figures 6A,B) 
DiscUssiOn
In the present study, we have found an increase in the percentage of cTfh (CD4 + CXCR5 + ) cells in CVID patients, especially in those with a more compromised memory B cell compartment (smB − group). These cells express higher levels of PD-1 and are skewed toward a Th1 phenotype: cTfh1 (CXCR3 antibody responses (36, 37) . Studies of Tfh have been dampened in humans due to their location in secondary lymphoid organs. The cTfh population was identified as a surrogate memory counterpart of lymphoid Tfh cells in peripheral blood (14) . These cells are CXCR5 + , but they express variable levels of other characteristic markers of Tfh populations like PD-1 or ICOS. Moreover, functional heterogeneity exists among cTfh subpopulations: cTfh1, cTfh17, and cTfh2 (analogous to Th1, Th2, and Th17 cells) can be distinguished according to CXCR3 and CCR6 chemokine receptor expression. cTfh2 and cTfh17 cells are able to help naïve B cells to produce immunoglobulins via IL-21 whereas cTfh1 cells lack the capacity to help B cells (14) .
Alterations in cTfh have been extensively associated with autoimmune disease, infectious disease, and more recently, with immunodeficiency. Increases of cTfh have been described in patients with systemic lupus erythematosus (19) , rheumatoid arthritis (38) , dermatomyositis (14) , autoimmune thyroid disease (39), Sjögren's syndrome (40) , myasthenia gravis (41), multiple sclerosis (21) , and other autoimmune diseases.
On the contrary, low frequencies of CD4 + CXCR5 + cells have been described in several monogenic PIDs like ICOS deficiency (22) , X-linked agammaglobulinaemia (23), STAT3 deficiency (24) , and also IL10R, CD40L, and NEMO mutations (25) . However, other studied PIDs with monogenic mutations like IFNGR1/2 deficiency, IL-21 or IL-21R deficiency, GOF STAT1, and LOF STAT1, SH2D1A, did not show any difference in the frequency of CD4 + CXCR5 + cells (25) . Strikingly, we have found an increase of CD4 + CXCR5 + cells in CVID patients. When patients were separated into smB − and smB + patients, the difference was significant only for the smB − group indicating a relationship between the altered cTfh cells and the "compromised memory B cells generation." Moreover, CD4 + CXCR5 + cells from our smB − patients express higher levels of PD-1 than normal controls. Initially identified as a molecule responsible for induction of cell death, PD-1 is now considered a dominant inhibitor of T cell effector responses important in the regulation of humoral immune responses (42) (43) (44) (45) . The increased PD-1 expression in cTfh cells from smB − patients may contribute to functional changes in this subpopulation.
Mutations in PIDs can affect not only quantity but also quality of Tfh cells decreasing their B cell cooperation ability (25) . We have found a skewing toward cTfh1 phenotype in our patients, with increased production of INFγ and a decrease in cTfh17 cells especially in the smB − group. Our data are in agreement with previous studies published by Ma et + cells, diminished in our smB − CVID patients, were the most potent inductors of immunoglobulin production by co-cultured B cells. Thus, these mutations not only compromise the generation of cTfh subsets, preventing the differentiation of the most potent B cell helper cells (25) .
Our results are also consistent with the fact that, although the presence of cTfh cells in humans correlate with antibody responses to influenza vaccination (46) and production of neutralizing antibodies in HIV (47), Cubas et al. (48) found that, even if present at normal numbers, cTfh in a subgroup of chronic aviremic HIV-infected patients, did not cooperate properly with autologous memory B cells in co-culture. Memory B cells from these patients produced less IgG and specific antibodies when co-cultured with autologous cTfh cells. This was apparently due to dysfunctional characteristics of the cTfh cells that showed a polarized Th1 phenotype and produced increased amounts of INFγ that negatively correlated with the production of IgG. In keeping with this, those smB − CVID patients in our cohort with the highest percentage of cTfh1 cells had the lowest immunoglobulin levels at diagnosis.
The Tfh1 skewing in our CVID patients was maintained over time and not related to higher incidence of autoimmunity and/ or enteropathy in the smB − group compared to the smB + group. In one of the patients (patient 23), the skewing was present at the time of diagnosis, before treatment with gammaglobulin was initiated, supporting the hypothesis that cTfh1 cells increase could play a role in CVID onset, rather than being a consequence of the disease progression.
Obeng-Adjei et al. found that the inefficient acquisition of humoral responses to malaria in children is neither due to a deficiency in the generation and maintenance of memory Tfh cells nor to an altered distribution of Tfh cell subsets, but to the preferential activation of a Th1 polarized CD4 +
PD1
+ CX CR3 +
CXCR5
+ subpopulation during acute malaria infection.
The increase in this peripheral blood subpopulation during natural infection does not correlate with the increase of plasma cells or the breadth or magnitude of P. falciparum-specific antibodies (49) . Apart from their skewed Tfh1 phenotype, cTfh cells from our smB − patients show an increase in CXCR3 + CCR6 + analogous to the recently described Th17.1 subpopulation. These helper effector cells express and produce high levels of INFγ and have been found increased in Crohn's disease (29) and in the lungs of the granulomatous disease (GD) sarcoidosis (31) . Autoimmune and GDs are a frequent finding in CVID patients. Although still not clear, several cytokines including IL-1β, IL-12, and IL-23 have been implicated in the differentiation of this population (50) . Consistently, we have previously found an increase of IL-12 in the sera of CVID patients (51), which could be related to the increase of this subpopulation. Moreover, Cambronero et al. reported an elevated IL-12 production by LPS-stimulated CVID monocytes accompanied by a raise of INFγ − producing T cells (52) . We do not find a decreased production of IL-17 by cTfh cells in spite of the reduction of cTfh17 cells. This may be due to the fact that the CXCR3 +
CCR6
+ cTfh subpopulation, increased in our patients, also produces IL-17 besides INFγ (25) .
A high frequency of Tfh PD1 + cells was reported by Coraglia et al. in a subgroup of eight CVID patients characterized by the presence of GD and/or autoimmunity if compared to controls or a CVID group without GD or autoimmunity (53) . Martinez-Gallo et al. found a high frequency of Tfh PD1 + cells and low frequency and function of Treg in a subgroup of CVID patients, related to the presence of autoimmunity and autoreactive B cells (54) . In keeping with previous studies (34), we have also found a decrease in the percentage of Tregs in smB − CVID patients, but also and more important, a striking decrease in Tfr cells. However, we did not find differences in Treg or Tfr when patients were grouped according to the presence or absence of autoimmunity and/or enteropathy (data not shown). Tfr derive from Treg cells and are presumed to suppress germinal center reaction through their access to the follicles. Although they can inhibit both Tfh and B cells, their mechanism of action is complex and not completely understood. Tfr may suppress B cells at many stages of their differentiation, even plasma cells (55) , although the repercussion in the generation of high affinity antibodies is still controversial. The decrease in Treg and Tfr might be directly or indirectly related to the failure to generate of a normal B cell compartment in the smB − CVID group. In summary, the combination of a skewed Tfh response and a decrease in the Tfr population may compromise the generation of a functional B cell compartment and efficient humoral response in smB − CVID patients.
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